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Molecular Clustering
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PRECISESADS (Longitudinal Study)
Longitudinal Stratification of Gene Expression Reveals Three SLE
Groups of Disease Activity Progression

Daniel Toro Dominguez, Jordi Martorel Marugan, Daniel Goldman, Michelle Petri, M.D, Pedro
Carmona Sdez*, Marta E. Alarcén Riquelme*
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Clinical characterization

A Cluster P1 Cluster P2 Cluster P3

Neutrophil count
Neutrophil percent
C3 level

C4 level

I
I I_I II I II III I II I| II I III || IIII Erytrocyte Sedimentation Rate
i 11 [ | (LW | BB | B | ] ]Aspartate aminotransferase
0| i wl v vy
| | |

Lymphocyte percent

B Cluster Al Cluster A2 Cluster A3

Neutrophil percentage
Aspartate aminotransferase
C3 level

C4 level

Lymphocyte percentage

- We obtained three subgroups of Lupus patients based on longitudinal gene expression data and

disease activity patterns

- The subgroups are functionally and clinically different. Group 3 is mediated by lymphocyte
functions, group 2 is mediated by neutrophil functions and Group 1 has heterogeneous functions.
- Group 1 is characterized by the enrichment of patients that develop proliferative and severe

nephritis.

- These results suggest a new classification of Lupus patients based on molecular data that opens a

new scenario for a better diagnosis and therapeutic interventions.



